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said [polypeptide] selected CTL epitop e is DLMGY1PLV (Co/ei 3 2-i4o, SEQ ID NO: 54), then said 
molecule comprises at most nine amino acids. \ 



52. (Twice Amended) A method of stimulating a cytotoxic T-lymphocyte (CTL) 
response to an hepatitis C viral immunogen, comprising contacting an HLA class I-restricted 
cytotoxic T lymphocyte with a composition comprising a peptide that induces an hepatitis C 
virus (HCV)-specific response in cytotoxic T lymphocytes [having] comprising a sequence that 
has no more than a total of two single amino acid substitutions, deletions or insertions at the 
corresponding positions as in a CTL epitope whio/n is ADLMGYIPLV (Corem-wo, SEQ ID 
NO: IX LLALLSCLTV (Core l78 . l8 7; SEQ ID N0;2) B QLRRHIDLLV (El 257 . 266 ; SEQ ID NO: 3), 
KLVALGTNAV (NSS^-uis; SEQ ID NO;2M, or LLFNILGGWV (NS^.,™; SEQ ID 
NO:35) or has no more than a total of one single amino acid substitution, deletion or insertion at 
the corresponding amino acid positions as in a CTL epitope which is ADLMGYIPLV (Core l3 i_ 
L4o; SEQ ID NO; I), DLMGY1PLV (Core/ 2 -i4o ? SEQ ID NO:54), LLCPAGHAV (NS3h 6 sm]77> 
SEQ ID NO:26) 7 SLMAFTAAV (NS^i^mtot; SEQ ID NO:34), or ELDSFDPLV (NS5 2252 . 22 6o; 
SEQIDN0:42). 



56. (Twice Amej*d 
cell epitope of hepatitis C/viru^ 
(a) preparing HLAr 1 ^ 



1) A method of detecting cytotoxic T cells that respond to a T 



SetEod comprising the steps of; 
1-restricted cytotoxic T cells; 

(b) preparing^FfLA cla^s-I matched and -mismatched target cells; 

(c) containing separately matched and mismatched target cells with a composition 
comprising a peptide thatitiduces an HCV-specific response in cytotoxic T lymphocytes having 
the sequence that has no more than a total of two singl e amino acid substitutions, deletions or 
insertions at the corresponding positions as in a CTL epitope which is ADLMGYIPLV (Corem. 
140 ; SEQ ID NO: 1), LLALLSCLTV (Corem-i S7 , SEQ ID NO:2), QLRRHIDLLV (El 25 7-266; SEQ 
ID NO: 3) 3 KLVALGINAV (NS3 14 o6.mis; SEQ ID NO:28), or LLFNILGGWV (NS4i&o7.m6i 
SEQ ID N 0:3 5) otfhas no more than a total of one single amino acid substitution, deletion or 
insertion at the corresponding amino acid positions as in a CTL epitope which is DLMGYIPLV 
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(Core, 32.140; SEQ ID NO:54), LLCPAGHAV (NS3„« W |77JSEQ ID NO:26), SLMAFTAAV 
(NS4 l7) «..,797i SEQ ED NO:34), or 1LDSFDPLV (NS5 2252 -i4o; SEQ ID NO:42); 

(d) combining the cytotoxic T cells separately wjith the matched and mismatched target 
cells; and 

(e) measuring cytolysis. 



58. (Twice Amended) A pharmaceutical composition comprising a peptide that 
induces an hepatitis C virus (HCV)- specific response in cytotoxic T lymphocytes having a 
sequence that has no more than a total of two single amino acid substitutions, deletions or 
insertions at the corresponding positions as in i CTL epitope which is ADLMGYIPLV (Core ]3 i. 
ho; SEQ ID NO:l), LLALLSCLTV (Corem/wi SEQ ID NO:2), QLRRHIDLLV (El 257 . 2 66; SEQ 
ID NO: 3), KLVALGTNAV (NS3 1406 -i4i5; SEQ ID NO:28), or LLFNILGGWV (NS W.&.e; 
SEQ DO NO:35) or has no more than a total of one single amino acid substitution, deletion or 
insertion at the corresponding amino acia positions as in a CTL epitope which is DLMGYEPLV 
(Corem-140; SEQ ID NO:54), LLCPAGHAV (NS3n».i m ; SEQ ID NO:26), SLMAFTAAV 
(NS4i78!M797; SEQ ID NO:34), or IL^FDPLV (NS5 22 s2-226 0 ; SEQ CD NO:42), and a 
pharmaceutical^ acceptable earner. 



60. 
00 5J 



jugate comt 



(Amended) Acc 

a v poh^eptide an having noWiore thai) a total of two sing le amino acid 
substitutions, deletions or insertions at the corresponding positions as in a 
CTLyfepit/pe which is ADLMGYIPLV (Corei 3M4 o; SEQ ID NO:l), 

iSCLTV (Corem-is?; SBQ DDNO;2), QLRRHIDLLV (EI237-266; 
SEQ ID NO: 3), KLVALG1NAM(NS3ho6-ui 5 ; SEQ ID NO:2S), 
-LFNILGGWV (NS4igo7-»si6 s SEQ ID NO:35) or has no more than a total 
of one single amino acid substitution deletion or insertion at the 
corresponding amino acid positions ak in a CTL epitope which is 
DLMGYIPLV (Corei32.i4o; SEQ ID NQ;54), LLCPAGHAV (NS3 , ,6<m it?; 



3 



Nov-08-99 07:42pm From-DPR PRINCETOI 



6095203259 T-812 P. 09/11 F-906 

DOCKET NO. 32936S-101A 
I SERIAL NO. 08/854,825 




S£Q ID NO:26), SLMAFTAAV <?NS4 17*9-1797; SEQ ID NO:34), or 
ILDSFDPLV (NS5 225 2-226o; Wo/lD NO:42),; and 
(b) a substance selected from the group consisting of a radiolabel, an enzyme, a 
fluorescent label, a solid matrix, a carrier and\an additional molecule of (a). 



62. 



(Amended) A conjugate of claim* SO comprising two molecules, each comprising: 
a polypeptide no more than a totaApf two single, amino acid substitutions, 
deletions or insertions at the corresponding positions as in a CTL epitope which is 
ADLMGYIPLV (Core l3l . l40 ; SEQ ID NO:l), KLAIALSCLTV (Corem-w; SEQ ID NO:2), 
QLRRHIDLXV (El 257 . 266 ; SEQ ID NO: 3), [OLVALCINAV (NS3, 4 f)6.i4is; SEQ ID NO:28), 
LLFNILGGWV (NS4 l8 o7.i8i6; SEQ ID NO:3/5) or hasVno more than a total of one single amino 
acid substitution, deletion or insertion at the corresponding amino acid positions as in a CTL 
epitope which is DLMGYEPLV (Corem-i/o, SEQ ID NO:54), LLCPAGHAV (NS3 n69 -n77; SEQ 
ID NO:26), SLMAFTAAV (NS4 m 9. 17 9 7 / SEQ ID NO:34\, or ILDSFDPLV (NS5 22 j 2 . 2260 ; SEQ 
ED NO:42) [,]. 



Please enter the following new claims: 



65. (New) An isolated molecule comprising a polypeptide that induces an hepatitis C 
virus (HCV)-specific response/^ 9lytotoxic T lymphocytes having a sequence that has 

ifwo single amino acid substitutions, deletions or 
insertion/ at t]ie Corresponding amino acid positions in a CTL epitope which is 
LLAl^SCLjW(Core l7 8.i87; S£ Q ID N0:2 X QLRRHEDLLV (Ehsww; SEQ ID 
NO:3) yKLVALGINAV (NS3 1406 .i<i5; SEQ ID NO:28), or LLFNILGGWV 

(NS4i 807-1816/ 

(b) fils no more than one single amino acid substitution, deletion or 
insertion aVthe corresponding amino acid positions as in a CTL epitope which is 
ADLMGYIPLV (Corei 3 i-i4<>; SEQ ID NO:l), DLMGYIPLV (Corej 3 2-i4o; SEQ ED 
NO : 54^{ LLCPAGHAV (NS3 116 9. 117 7; SEQ ID NO:26), SLMAFTAAV (NS-W 
l7 97, ^Q ID NO:34), or ILDSFDPLV (NS5 2252 - 2 26o; SEQ ED NO:42), 



